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The Biotechnology Systems Branch of the Scientific and Technical ^formation 
Center (STIC) detected errors when processing the following computer readable 

form: 

Application Serial Number: /°/oO^ , O*? 

Source: OZ(?£ 



Date Processed by STIC: gwj/~gb — 

THTi- ATTArtnrn PRINTOUT EXPLAINS DETECTED ERRORS. 

FOR^CRF^IBMIS^IO^QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT ^^^^^f 
PATENTIN 2.1 e-mail he.p: pjtmllhdp^uspjo^ or J 9 ^ ™ax) 

PATENTIN 3.0 e-mail help: patin-thelD@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VeS M PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
htt p://www.uspto.gov/web /nffices/Dac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
tSSmSZZZ difk/CD-Rom may have been affected by treatment g.ven to a 1 mconung muL 
pgcSeLng alternate methods of subm^on for ^^TJu^^^^^M 

^^^^^^^^^^^^^^ 
,. FF o o;. ^hH p .//ww W .n S nto. g ov/ebc/e^ /H.wnln a ds/documents.htm> , EFS Submission 

2 uS^^^ 22202 

Sequence Information, Crystal Mall One, 1911 South Clark Street, Arhngton, VA 22202 

U S Patent and^rademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 

Box SequMwetRoom'lB03-Mailrooni, Crystal Plaza Two, 2011 South Clark Place, Arlington, VA 22202 
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OIPE 



RAW SEQUENCE LISTING DATE : 03/14/2002 

PATENT APPLICATION: US/10/002,048 TIME: 12:25:46 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\03142002\J002048.raw 

4 <110> APPLICANT: Pharmacia AB 

W--> 5 <120> TITLE OF INVENTION: Single Nucleotide Polymorphisms 

W--> 6 <130> FILE REFERENCE: 00396 

C--> 7 <140> CURRENT APPLICATION NUMBER: US/10/002 , 048 

C--> 7 <141> CURRENT FILING DATE: 2002-03-05 

W--> 7 <160> NUMBER OF SEQ ID: 6 

8 <170> SOFTWARE: Patent In version 3.0 



ERRORED SEQUENCES 



■J %& t $8* l S! 3<211> 32 ^ - Fo*~H l<v <r'*r <w/ iy fl*~+U, 

87 <213> ORGANISM: human PU*S<C C^f^cJr i*t>b fist }"OJ ~ frf Q, 

W--> 88 <220> FEATURE: /j / I 

89 <221> NAME/KEY: prim transcript t^ r *r ; 

90 <222^-£xQ€A i I L JON-: — ( 210 ) : . ( 32 '3T"" 

W--> 91 <300>^PUBLICATION INFORMATION: <308> GenBank/Ml4295<30^ 

W--> 92 < 2 1 1 > LENGTHt- 



W--> 92 <4 00> SEQUENCE: 3 60 

.20 
.80 
>40 
30 

J.UJ. ^.^v^^^w^—^j ^ - - 325 

103 tgctacgacc cgtctgtcta ggggt The type of errors shown exist throughout 

the Sequence Listing. Please check subsequent 
sequences for similar errors. 

V 



92 <400> SEQUENCE: j 

93 ccgcttcttc aggcagtgcc tggggcggga gggttggggt gtgggtggct ccctaagtcg 
95 acactcgtgc ggctgcggtt ccagccccct ccccccgcca ctcaggggcg ggaagtggcg 
97 ggtgggagtc acccaagcgt gactgcccga ggcccctcct gccgcggcga ggaagctcca 
99 taaaagccct gtcgcgaccc gctctctgca ccccatccgc tggctctcac ccctcggaga 
101 cgctcgcccg acagcatagt acttgccgcc cagccacgcc cgcgcgccag ccaccgtgag 



120 
180 
240 
300 



^ov^/>G. of -?ri- 0 v 
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3/14/02 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/002 , 04 8 



DATE: 03/14/2002 
TIME: 12:25:47 



5 
6 
7 
7 
7 
9 

13 



L: 
L: 
L: 
L: 
L: 
It 
L 
L 
L: 
L : 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L; 
L: 
L 
L 
L 
L 
L 
L 
L 
L: 
L: 
L: 
L: 
L 
L 
L 
L 
L 
L 
L 
L: 
L : 
L: 
L: 
L: 
L: 
L : 
L: 
L: 



M:283 
M:283 
M:270 
M:271 
M:283 
M:283 
M:283 



W: 
W: 
C: 
C: 
W: 
W: 
W 



16 M:283 W: 
19 M:283 W: 
19 M:256 W: 
63 M:283 
88 M:283 
91 M:283 
91 M:256 
:92 M:282 
:92 M:283 
:103 M:252 



W 

w 
w 
w 
w 
w 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\03142002\J002048.raw 

Missing Blank Line separator, <120> field identifier 
Missing Blank Line separator, <130> field identifier 
Current! Application Number differs, Replaced Current Applxcatxon 
Current Filing Date differs, Replaced Current Filing Date 
Missing Blank Line separator, <160> field identifier 
Missing Blank Line separator, <210> field identifier 
• Missing Blank Line separator, <220> field identifier 

<220> 
<300> 
<300> 
<400> 



field identifier 
field identifier 
has non-blank data 
field identifier 
<220> field identifier 
<300> field identifier 
<300> has non-blank data 



107 
107 
108 
108 
109 
109 
110 
110 
110 



283 
256 
283 
256 
283 

:256 W: 
:282 W: 
:282 W: 



M:282 W 



Missing Blank Line separator 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 

Numeric Field Identifier Missing, <211> is required. 
Missing Blank Line separator, <400> field "entifier 
No of Seq. differs, <211>LENGTH : Input : 0 Found: 325 SEQ 
Missing Blank Line separator, <220> field identifier 
invalid Numeric Header Field, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 

Numeric Field Identifier Missing, <211> is required 
Numeric Field Identifier Missing, <212> is required 
Numeric Field Identifier Missing, <213> is required 



<220> 
<220> 
<220> 
<300> 
<300> 



has non-blank data 
field identifier 
has non-blank data 
field identifier 
has non-blank data 



•110 M:283 W: Missing Blank Line separator, 



M:283 
M:256 
M:283 
M:256 
M:283 
M:256 
M:282 
M:282 
M: 282 
M:283 
M:283 
M:256 
M:283 W: 
M:256 W: 
M:283 W: 
M:256 W: 
139 M:282 W: 
139 M:282 W: 
139 M:282 W: 
139 M:283 W: 



123 
123 
124 
124 
125 
125 
126 
126 
:126 
:126 
:135 
:135 
:137 
:137 
:138 
:138 



W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 



Missing Blank' Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 



field identifier 
field identifier 
has non-blank data 
field identifier 
has non-blank data 
field identifier 
<300> has non-blank data 
<211> is required. 
<212> is required. 



<400> 
<220> 
<220> 
<220> 
<220> 
<300> 



Numeric Field Identifier Missing, <213> is required 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Numeric Field Identifier Missing, <211> is 
Numeric Field Identifier Missing, <212> is 



<220> 
<220> 
<220> 
<220> 
<300> 
<300> 



field identifier 
has non-blank data 
field identifier 
has non-blank data 
field identifier 
has non-blank data 
required . 
required , 



Numeric Field Identifier Missing, <213> is re quired^ 
Missing Blank Line separator, <400> field identifier 
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SEQUENCE LISTING 



<110> 
<120> 
<130> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<220> 
<221> 



Pharmacia AB 

Single Nucleotide Polymorphisms 

00396 

6 

Patentln version 3.0 
1 

551 
DNA 
human 



CDS 
(87) 



(380) 



sig_peptide 



<2Tt> (07) . . Hr7-6i 



<300><308> GenBank/K01911<309> 1995-01-07 



J 



:tggctctca cccctcggag acgctcgccc gacagcatag tacttgccgc 



<400> 1 
accccatccg 

ccaqccacgc ccgcgcgcca gccacc atg eta ggt aac aag cga ctg ggg ctg 
ccagccacgc c g y y y ^ ^ Gly Asn Lys Arg Leu Gly Leu 

1 5 

tec gga ctg acc etc gec ctg tec ctg etc gtg tgc ctg ggt gcg ctg 
Ser lly Leu Thr Leu Ala Leu- Ser Leu Leu Val Cys Leu Gly Ala Leu 
10 " 15 20 

acc aaa qcg tac ccc tec aag ccg gac aac ccg ggc gag gac gca cca 
Ala III III Tyr Pro Ser Lys Pro Asp Asn Pro Gly Glu Asp Ala Pro 
30 35 

acq gag gac atg gee aga tac tac teg gcg ctg cga cac tac ate aac 
S Glu Asp Me? Ala Arg Tyr Tyr Ser Ala Leu Arg Hxs Tyr lie Asn 
45 50 55 

etc ate acc agg cag aga tat gga aaa cga tec age cca gag aca ctg 
Leu lie Thr Arl Gin Arg Tyr Gly Lys Arg Ser Ser Pro Glu Thr Leu 
60 65 70 

att tea 'gac etc ttg atg aga gaa age aca gaa aat gtt ccc aga act 
lie Ser Asp Leu Leu Mer Arg Glu Ser Thr Glu Asn Val Pro Arg Thr 
75 " 80 85 

egg ctt gaa gac cct gca atg tgg tga tgggaaatga gaettgetet 
Arg Leu Glu Asp Pro Ala Met Trp 
90 95 

ctggcctttt cctattttca geccatattt categtgtaa aacgagaate cacceatcet 
accaatgeat geagecaetg tgctgaatte tgcaatgttt tcctttgtca tcattgtata 



tatgtgtgtt taaataaagt ateatgeatt c 



60 
113 

161 

209 

257 

305 

353 

400 

460 
520 
551 



« * 



<210> 2 
<211> 97 
<212> PRT 
<213> human 

Met°ieu 2 Gly Asn Lys Arg Leu Gly Leu Ser Gly Leu Thr Leu Ala Leu 
1 5 10 15 

Ser Leu Leu Val Cys Leu Gly Ala Leu Ala Glu Ala Tyr Pro Ser Lys 
20 " 25 30 

Pro Asp Asn Pro Gly Glu Asp Ala Pro Ala Glu Asp Met Ala Arg Tyr 
35 40 45 

Tyr Ser Ala Leu Arg His Tyr lie Asn Leu He Thr Arg Gin Arg Tyr 



50 



55 



Gly Lys Arg Ser Ser Pro Glu Thr Leu lie Ser Asp Leu Leu Met Arg 
Glu Ser Thr Glu Asn Val Pro Arg Thr Arg Leu Glu Asp Pro Ala Met 



85 



Trp 




<212> DNA 
<213> human 
<220> 

<221> prim_transcript 

, <2 22> (210) ■ . (32 5)_ 

U300 ><308> GenBank/M14295<309> 



1995-01-08 



<400> 3 

ccgcttcttc aggcagtgcc tggggcggga 
acactcgtgc ggctgcggtt ccagccccct 
ggtgggagtc acccaagcgt gactgcccga 
taaaagccct gtcgcgaccc gctctctgca 
cgctcgcccg acagcatagt acttgccgcc 
tgctacgacc cgtctgtcta ggggt 



gggttggggt gtgggtggct ccctaagtcg 
ccccccgcca ctcaggggcg ggaagtggcg 
ggcccctcct gccgcggcga ggaagctcca 
ccccatccgc tggctctcac ccctcggaga 
cagccacgcc cgcgcgccag ccaccgtgag 



<210> 4<211> 247<212> DNA<213> human 
<220><221> Intron<222> (1) . . (29) 
<220><221> Intron<222> (218) . . (247) 
<300><308> GenBank/Ml4296<309> 1995-01-08 
<400> 4 



fi€c55STi^ccttctg tgcctgcaga Tgctaggtaa caagcgactg gggctgtccg 
gactgaccct cgccctgtcc ctgctcgtgt gcctgggtgc gctggccgag gcgtacccct 



60 
120 
180 
240 
300 
325 



60 
120 



4 • * ' 



ccaagccgga caacccgggc gaggacgcac cagcggagga catggccaga tactactcag 
cgctgggaca ctacatcaac ctcatcacca ggcagaggtg ggtgggaccg cgggaccgat 
tccggga 

<210> 5<211> 142<212> DNA<213> human 
<220><221> Intron<222> (1) . . (30) 
<220><221> Intron<222> (112) . . (142) 
^300X308> QenBa nk/M14297<309> 199 5^HJ 

<400> 5 " " 

acttgcttta aaagactttt ttttttccag atatggaaaa cgatctagcc cagagacact 

gatttcagac ctcttgatga gagaaagcac agaaaatgtt cccagaactc ggtatgacaa 
ggcttgtgat ggggacattg tt 




f<210> 6<211> 300<212> DNA<213> human 
<220><221> Intron 
<222> (1)..(31) 

V <220X221> gene<222> (1)..(142) 

1308> GenBank/M14298<309>^92i^J^i: 



180 
240 
247 



60 
120 
142 



<400> 6 
ccttacatgc 


tttgcttctt 


atgttttaca 


ggcttgaaga 


ccctgcaatg 


tggtgatggg 


60 


aaatgagact 


tgctctctgg 


ccttttccta 


ttttcagccc 


atatttcatc 


gtgtaaaacg 


120 


agaatccacc 


catcctacca 


atgcatgcag 


ccactgtgct 


gaattctgca 


atgttttcct 


180 


ttgtcatcat 


tgtatatatg 


tgtgtttaaa 


taaagtatca 


tgcattcaaa 


agtgtatcct 


240 


cctcaatgaa 


aaatctatta 


caatagtgag 


gattattttc 


gttaaactta 


ttattaacaa 


300 



